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Reconstruction of evolutionary history of several plant families using bioinformatics as a framework
for comparative studies

Bidoinformatics is getting vital in the genomic era with the advance of sequencing techniques leading to large amounts of
atasets generated around the world. Similarly is the emerging importance of the comparative studies, instead of focusin
on understanding one particular model species in previous days, to nd the mechanisms basal and universal to most of the
species as well as the ones speci ed to a few organisms. However, a well-resolved and robust phylogeny is required for many
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