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Introduction
The hybridization of diploid Aegilops tauschii and tetraploid T. 

turgidum approximately 8000 years ago in the Fertile Crescent gave rise 
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across the A-WI lines. The seven traits had coefficients of variation 
greater than 10%, indicating that the values of these traits varied 
between population lines. These outcomes indicated Ae's introgression. 
Introducing tauschii T015 into bread wheat may result in significant 
phenotypic variation in the resulting A-WIs.

Assessed connection coefficients among the 15 attributes [14]. For 
the three yield characteristics, TKW had a positive relationship with 
portion size-related qualities like KL, KW, and KP. There was a positive 
correlation between trait KNS and traits related to flag leaves and 
spikes. Attribute TN had positive connections with KLWR and FLL and 
negative relationships with KW, FLW, and HD. Critical relationships 
were seen among spike-related attributes. With a r value of 0.89, trait 
TSS had the strongest positive correlation with FSS. KL had a strong 
positive correlation with KP for the five traits that were related to the 
kernel (r = 0.94). Quality KLWR had a negative relationship with KW 
and didn't essentially correspond with TKW.

Linkage map development: The T015/Zhou18 A-WI populace was 
genotyped with the Wheat 55K SNP exhibit and a last arrangement 
of 3131 polymorphic markers on the D genome were held [15]. The 
genetic map that was produced after unlinked markers were removed 
contained 1426 markers that were mapped within 506 bins. In order to 
build the genetic map, a single marker was chosen to represent each bin.

Conclusion
Using an A-WI population and the Wheat 55K SNP array, we 

created a high-density genetic map and carried out QTL mapping 
for 15 traits related to yield in 11 environments. 27 earth stable QTLs 
were recognized in something like five conditions, 20 of which were 
gotten from Ae. up to 24.27 percent of the phenotypic variations can 
be accounted for by tauschii T015. The major QTL QKl-2D.5 for KL 
was recognized in seven conditions and showed a constructive outcome 
with the T015 allele. There was speculation that the QKl-2D.5 candidate 
gene was AetT0932Dv1G100900.1. There are four primary valuable 
introgression lines that carry Ae-derived yield-related loci and exhibit 
excellent trait performance. In breeding programs, tauschii T015 was 
selected for wheat improvement. The effective transfer of beneficial 
genes from Ae may be made easier by these findings. for the purpose of 
improving wheat, tauschii into elite wheat germplasm.
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