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Introduction

In June 2009, the WHO declared the in�uenza A (H1N1) pdm09 
virus outbreak as the �rst pandemic of the 21st century. It reached 
more than 200 countries and was responsible for over 18,000 deaths 
worldwide [1]. In Africa, the A (H1N1) pdm09 virus was detected for 
the �rst time in Cape Verde in June 2009 [2]. In May 2010, the WHO 
announced more than 18,000 con�rmed cases identi�ed by local 
monitoring networks [3].

In Senegal, A (H1N1) pdm09 virus was detected by the in�uenza 
sentinel surveillance network entrusted to the Pasteur Institute of Dakar 
(IPD) [4] for the �rst time in January 2010 with a single epidemic 
peak in February 2010 [2]. �ey collected blood samples taken from 
symptomatic individuals who had consulted a sentinel health center 
spontaneously. �ey identi�ed 345 cases of A (H1N1) pdm09/1328 
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threshold, the rate of positive A (H1N1) pdm9 decreases slowly, from 
74.5% to 10.0% (Figure 1).

A (H1N1) pdm09 seroprevalence di�ered signi�cantly between 
neighborhoods (p<0.001). �e lowest prevalence was in Baghdad 
neighborhood, 16.8% (12.8-20.7) and the highest was in Soce Sow 
neighborhood, 71.0% (66. 7-75.3) (Figure 2).

Individual socio-demographic variables and health data 
reported

�ere was no signi�cant association between either sex or ethnicity 
and A (H1N1) pdm09 serology. Age class was globally signi�cantly 
associated with A (H1N1) pdm09 positivity (p global=0.03). Only 
the 2-5 years age group had a signi�cantly higher positivity than the 
reference class (25-44 years) (OR=1.83 (1.25-2.69)). �e link between 
A (H1N1) pdm09 serology and variable “main contact type” was close 
to signi�cance (p=0.056). Among people who reported a history of 

�u over the past three years, only 39.9% were positive for A (H1N1) 
pdm09.

Variables related to household composition

�ere was no signi�cant association between A (H1N1) pdm09 
serology and (i) the number of people living in the household (p=0.27), 
(ii) the number of children in the household (p=0.46), (iii) the number 
of school attending children living in the household (p=0.91).

Protective measures against A (H1N1) pdm09 �u 

�e variable “how many times did you wash your hands with soap 
yesterday” was coded into three classes (0 times, 1-2 times or � 3 times 
per day) and was signi�cantly associated with a reduction in A (H1N1) 
pdm09 infection (p global=0.03).

Regarding household variables, “living in household having adopted 
hand washing” was not associated with decrease of A (H1N1) pdm09 
infection (OR=0.72 (0.48-1.07); p global=0.11). However, “living in 
a household having adopted anti-cough prevention method” was 
signi�cantly associated with a decrease of A (H1N1) pdm09 infection 
(OR=0.44 (0.24-0.84), p=0.01).

Multivariate analysis 

We included in the multivariate model variables with p � 0.20 in the 
bivariate analysis: “type of main contact”, “hand washing the day before”, 
“household having adopted home hand washing “,” household having 
adopted anti-cough prevention method”, “presence of a smoker at 
home” (Table 2). We chose not to include age in the model because of its 

Variables n %

Gender   

Men 1038 39%

Women 1622 61%

Age

[2-6] 220 8.3%
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