


Cycle

Pre-denaturation

Touch-down PCR

Ordinary PCR

Extension

Conservation

15 cycles

15 cycles

Temperature
94iC

94iC

60AC

72hC

94iC

49.50C

72AC

72AC

4ic

Time

4 min

(=-0.7)



LT316 |5 4.2781 | 1.5162 | 0.45 0.7759 | 0.42 0.7662
LT371 |5 21277 | 0.983 0.15 0.5367 | 0.7205 | 0.53

LT414 | 3 2.558 0.9981 | 0.4 0.6168 | 0.3515 | 0.6091
LT446 | 3 1.4369 | 0.585 0.1 0.3079 | 0.6752 | 0.3041
LT488 | 4 3.0756 | 1.1972 | 0.7368 | 0.6839 | -0.0774 | 0.6749
LT921 | 4 2.926 1.1517 | 0.7632 | 0.667 -0.1442 | 0.6582
LT978 | 4 3.1281 | 1.2023 | 0.35 0.6889 | 0.4919 | 0.6803
Mean 4.3077 | 2.9714 | 1.1842 | 0.3998 | 0.6541 | 0.3888 | 0.6458

Table 4: Genetic diversity of 26 SSR loci within 5 provenances of L.
tulipifera. Note: An average number of alleles; Ne ( HFILYH



Figure 2: Dendrogram of L. tulipiferain 5 provenances.
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