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Introduction
One of the greatest interfaces (250-400 m2) between the host, 

external variables, and internal antigens in the human body is 
the gastrointestinal (GI) tract. Around 60 tons of food and many 
environmental microbes from the environment travel through the 
human GI tract in a lifetime, posing a serious danger to gut integrity 
[1]. �e phrase "gut microbiota" refers to the assortment of bacteria, 
archaea, and eukarya that colonise the GI tract and has co-evolved with 
the host over thousands of years to develop a complicated and bene�cial 
connection [2,3]. According to estimates, there are more than 1014 
microorganisms living in the GI tract, which contains around 10 times 
as many bacterial cells as human cells and more than 100 times as much 
genetic material (microbiome) as the human genome [4]. �e ratio of 
bacterial to human cells, according to a newly updated estimate, is 
really closer to 1:1 [5]. �e host and the microorganisms living inside 
it are sometimes referred to as a "superorganism" because of the 
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many of these situations are still in the early stages of experimentation, 
the scienti�c community's interest is expanding and the process of 
consolidating it is progressing steadily.

We must not lose sight of the fact that medications taken orally 
are immediately absorbed through the gastrointestinal tract, and any 
possible impact on the human gut microbiota should be carefully 
considered, since some components may change the population and 
produce dysbiosis. �is is signi�cant since research has demonstrated 
that the human gut microbiota plays a critical role in immune function 
and overall health. In addition, it may be used as a biomarker for either 
the oral bacterial population or the gut microbiota. Understanding 
how the microbiota functions is important for the development of 
new drugs because it will help us determine whether our treatments 
are having an impact on the balance of the micro�ora and because 
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