
 
 

Genotypes Harvesting 
Ages (DAT) 

Treatment 
Combinations 

B01 40 B01*40 DAT 
60 B01*60 DAT 
80 B01*80 DAT 
100 B01*100 DAT 

B04 
 

40 B04*40 DAT 
60 B04*60 DAT 
80 B04*80 DAT 
100 B04*100 DAT 

B05 
 

40 B05*40 DAT 
60 B05*60 DAT 
80 B05*80 DAT 
100 B05*100 DAT 

 
Appendix Table 1: Treatment combinations for the experiment conducted in 2017 at Wondo 

SOV DF PH PBPP SBPP LA 
REP 2 5.94 3.01 31.99 2140.54 
G 2 188.34** 14.20** 4166.17** 2732754.29** 
HA 3 

characters of sweet basil at Wondo Genet in 2017. ns=non-significant, *=significant at P<0.05, 
**=highly significant at P<0.01 probability level, CV=Coefficient of variation, SOV=Source of 
variation, DF=Degree of freedom, REP=Replication, G=Genotype, HA=Harvesting age, 
PH=Plant height, PBPP=Primary branches/plant, SSPP=Secondary branches/plant, LA=Leaf 
area index. 
 

SOV DF FLWPP DLWPP FABPP  
REP 2 147.49 24.44 160.39 
G 2 4741.08** 482.04** 2286.22** 
HA 3 153621.58** 5788.44** 337638.00** 
G*HA 6 4949.30** 131.28** 9518.17** 
Error 22 244.78 17.46 245.66 
CV (%)    6.71 10.60    4.34 
 
Appendix Table 3: Analysis of variance for effect of genotypes and harvesting age on yield 
component traits of sweet basil at Wondo Genet in 2017. ns=non-significant , *=significant at 
P<0.05, **=highly significant at P<0.01 probability level, CV=Coefficient of variation, 
SOV=Source of variation, DF=Degree of freedom, REP=Replication, G=Genotype, 



 
 

HA=Harvesting age, PH=Plant height, PBPP=Primary branches/plant, SSPP=Secondary 
branches/plant,  FLWPP=Fresh leaf weight/plant, DLWPP=Dry leaf weight/plant. 
 
SOV DF DABPP FABPHA DABPHA 
REP 2 30.53 0.28 0.05 
G 2 797.08** 3.97** 1.38** 
HA 


